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checked. From each medical ﬁle, the speciﬁc information
for the unigue questionnaire are obtained:
I. Descriptive data (patients’ identiﬁcation, diagnosis)
II. Information related to the NI and risk factors (diagnosis
of NI respects CDC criteria)
II. Laboratory and microbiology ﬁndings
IV. Informations about ATB treatment and/or prophylaxis
Data from the questionnaires are statistically analysed
using MS Excel and Epi Info.
Results: Up to now, 2225 hospitalised patients were
checked and 112 NI was found, what represents prevalence
4,7 NI on 100 hospitalised patients. Based on the studies
performed during this 5 years in the faculty hospitals, the
Czech Republic decided to perform the national pilot preva-
lence study on the intensive care units in autum 2009. All
hospitals in the Czech Republic with the given departments
were invited to the study on voluntary basis. 93% of hospitals
(109 units) conﬁrmed their involvement, what represents
1947 beds. The epidemiologists from the national public
health institutes network are involved in the organization
and data recovery. (ongoing at the time of abstract submis-
sion, results expected in January 2010).
Conclusion: We can recommend the similar approach to
the countries looking for the optimal tool to determine the
NI and deﬁne NI control priorities, when resources are lim-
ited.
doi:10.1016/j.ijid.2010.02.2062
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Predicting health care associated infections (HAI) in a high
incidence low cost intensive care unit
G. George ∗, S. Kumar, K. Sivagnanam, P. Srikanth
Sri Ramachandra University, Chennai, India
Background: All across the world it has been documented
that Health care associated infections increase the costs of
medical care, morbidity and mortality and are a challenge
in health care delivery. Our objective was to to predict the
possibility, properties and antibiotic susceptibility of HAI in
patients in an ICU.
Methods: All patients admitted to an adult multi disci-
plinary ICU between July 1-August 15 2009 were monitored
prospectively in our pilot study. Information on clinical
parameters, risk factors, co-morbid conditions, culture
source, organisms isolated and antibiotic susceptibility was
documented and analysed using appropriate statistical soft-
ware. The probability of a HAI in the presence of risk
factor(s) was calculated. The probability of involvement of
speciﬁc systems or organisms, given a HAI was calculated.
Results: In all 108 patients were studied. 104 cultures
were performed on 51 of the 108 patients. The only sig-
niﬁcant risk factors (p < 0.01) for HAI were found to be
duration of stay (eg. independent probabilities of 0.25 and
1 at 5 and 20 days respectively), duration of IV lines and uri-
nary catheterization (irrespective of duration). Probability
of pulmonary and urinary infections respectively increased
independently with duration of hospital stay and catheter-
ization (eg. probability of a pulmonary infection at 20
(
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ays-0.55). Most of the isolates were gram negative. The
robability of a urine culture growing Klebsiella or E.coli
as 0.5. The probability of de novo sepsis was 0.13 while the
robability of sepsis occurring in the presence of a preceding
ulmonary or urinary infection was 0.3 irrespective of dura-
ion of stay. The independent probability of being infected
ith an MDR organism within 20 days of stay was 0.11. The
robability of E.Coli, Klebsiella, Acinetobacter and Pseu-
omonas being MDR were 0.78, 0.36, 1 and 1 respectively.
ost of the Acinetobacterwere found to be sensitive to Imip-
nem(75%), Ecoli to Imipinem(85.7%) and Amikacin(71.4%),
nterococci to Linezolid(100%) and Vancomycin(100%). Sen-
itivity of Pseudomonas was high to Amikacin(75%) and
iproﬂoxacin(71.4%) but low to Imipinem(25%).
Conclusion: Dynamic monitoring of HAI can help predict
heir occurrence andmost likely susceptibility pattern of the
ost likely organism(s) for a given set of risk factors prior
o culture. This can help choose better empirical antibiotics
nd decrease morbidity associated with HAI.
oi:10.1016/j.ijid.2010.02.2063
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ram negative bacillary catheter related blood stream
nfection in the era of increased resistance
. Kapoor ∗, C. Engell, E. Bishburg
Newark Beth Israel Medical Center, Newark, NJ, USA
Background: Gram negative bacilli (GN) are recognized as
n important cause of catheter related blood stream infec-
ions (CRBSI). CRBSI caused by resistant GN (RGN) is less
ell described. Our objective was to 1) evaluate whether
ases with discharge diagnosis of GNCRBSI were diagnosed
ppropriately based on predetermined criteria, and whether
orrect diagnosis had an effect on outcome 2) describe the
pidemiology of GN-CRBSI and its impact on patient out-
omes.
Methods: A retrospective chart review in a 670 bed ter-
iary care hospital from 1/2002- 11/2008. Patients with
ischarge diagnosis of CRBSI and GN bacteremia were
ncluded. Deﬁnite GN-CRBSI was deﬁned as positive cul-
ures (PC) from peripheral blood and either positive central
enous catheter (CVC) or CVC tip cultures without another
ource of GN bacteremia. Probable GN-CRBSI was deﬁned as
ositive CVC blood cultures or CVC tip cultures and no other
ource of infection. Data was collected for demographics,
iagnoses, type and site of CVC, bacterial isolates, length
f stay, and outcomes.
Results: Ninety two patients were included: 25 met cri-
eria for deﬁnite GN-CRBSI and 24 met criteria for probable
N-CRBSI. 43(47%) patients did not meet our criteria for
RBSI: 23 had another source of bacteremia, 19 had PC
rom peripheral blood only. Comparison between patients
ith deﬁnite and probable GN CRBSI and patients without
hese diagnoses did not show a difference in mortality (12%
s 7%, p = 0.39) or median time to discharge (13 days vs
0days: p = 0.92). Of all the GN isolated, Klebsiella spp.
59%) and Enterobacter spp. (25%) predominated. Twenty
ercent (10/49) of all GN isolates from deﬁnite and probable
RBSI were RGN including extended spectrum $ lactamase
roducing isolates and multidrug resistant isolates. Twenty-
